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No. 


Kinase-Subclass 


Family 


Sub 


Protein 


ccD sequence 


1 ^ | 


Serine/Threonine 


RAF. | 




c-Raf 


TQWCEGSSLYKHLHVQETK 
F 


2 j 


Serine/Threonine 


RAF 




Araf 


TQWCEGS SL YHHLHV ADTR 
F 


3 


Serine/Threonine 


RAF 




Braf 


TQWCEGS SL YHHLHIIETKF 


4 


Serine/Threonine 


CAPK 




cAPKa 


ME YVP GGEMF S HLRRIGRF 


4 


Serine/Threonine 


CAPK 




cAPKb 


ME YVPGGEMF SHLRRIGRF 


5 


Serine/Threonine 


CAPK 




cAPKg 


MEYVPGGEMFSRLQRVGRF 


6 


Serine/Threonine 


PKC 




PKCa 


MEYVNGGDLMYHIQQVGK 
F 


7 


Serine/Threonine 


PKC 




PKCb 


ME YVNGGDLM YHIQ Q VGR 
F 


8 


Serine/Threonine 


PKC 




PKCg 


MEYVTGGDLMYHIQQLGKF 


9 


Serine/Threonine 


PKC 




PKCd 


MEFLNGGDLMFfflQDKGRF 


10 


Serine/Threonine 


PKC 




PKCe 


MEYVNGGDLMFQIQRSRKF 


11 


Serine/Threonine 


PKC 




PKCet 


MEFVNGGDLMFfflQKSRRF 


12 


Serine/Threonine 


PKC 




PKCth 


MEYLNGGDLMYfflQSCHKF 



Figure IB 



13 


Serine/Threonine 


Akt/PKB 




Aktl/Raca 


MEYANGGELFFHLSRERVF 


13 


Serine/Threonine 


Akt/PKB 




Akt2/Racb 


MEYANGGELFFHLSRERVF 


14 


Serine/Threonine 


GSK3 




GSK3a 


LEYVPETVYRVARHFTKAK 

Ln 


15 


SjirineAMeonine 


GSK3 | 




£.SK3b 


LDYVPETVYRVARHYSRAK 
QTL 


16 


Serine/Threonine 


CKH 




CKIIa 


FEHVNNTDFKQLYQTL 


17 


Serine/Threonine 


CKII 




CK Ha' 


FEYINNTDFKQLYQIL 


18 


Serine/Threonine 


b ARK 1,2 




bARKl 


LDLMNGGDLHYHLSQHGV 
F 


18 


Serine/Threonine 


bARK.1,2 




bARK2 


LDLMNGGDLHYHLSQHGV 
F 


19 


Serine/Threoiiine 


GRK1 




GRK1 


MTIMNGGDIRYHIYNVDED 
NPGF 


20 


Serine/Threonine 


GRK4 




GRK4 


LTIMNGGDLKFHIYNLGNPG 
F 


21 


Serine/Threonine 


GRK5 




GRK5 


LTIMNGGDLKFHIYNMGNP 
GF 


22 


Serine/Threonine 


GRK6 




GRK6 


LTLMNGGDLKFHIYHMGQA 
GF 



Figure %C 



23 


Serine/Threonine 


CaMK 




CaMK I 


MQLVSGGELFDPJVEKGGY 


24 


Serine/Threonine 


CaMK 




CaMK Ha 


FDLVTGGELFEDIVAREYY 


24 


Serine/Threonine 


CaMK 




CaMK lib 


FDLVTGGELFEDIVAREYY 


24- 


-Serine/Threonine 


CaMK 


- 


GaMKHg 


PDLVTGGELFEDFVAREYY 


24 


Serine/Threonine 


CaMK 




CaMKIId 


FDLVTGGELFEDIVAREYY 


}25 


Serine/Threonine 


POLO 




Plk 


LELCRJRRSLLELHKRRKAL 


i26 


Serine/Threonine 


POLO 




Plxl 


LELCRRRSLLELHKRRKAV 


27 


Serine/Threonine 


POLO 




polo 


LELCKKRSMMELHKRRKSI 


28 


S erine/Threonine 


POLO 




SNK 


LEYCSRRSMAfflLKARKVL 


29 


Serine/Threonine 


POLO 




CDC5 


LEICPNGSLMELLKRRKVL 


30 


Serine/Threonine 


POLO 




Sak 


LEMCHNGEMNRYLKNRVK 
PF 


31 


Serine/Threonine 


POLO 




Prk 


LELCSRKSLAHIWKARHTL 



• 
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31 Serine/Threonine 



POLO 



Fnk 



LELCSRKSLAKWKARHTL 



32 



Serine/Threonine 



POLO 



Plol 



LELCEHKSLMELLRKRKQL 



33 



Serine/Threonine 



MARK/p 
78 



MARK1 



MEYASGGEVFDYLVAHGR 
M 



33 



Serine/Threonine 



5 



MARK/p. 
78 



-MARK2 



MEYASGGEVFDYLVAHGR 
M 



if : 



34 



Serine/Threonine 



MARK/p 
78 



P78 



MEYASGGKVFDYLVAHGR 
M 



35 



Serine/Threonine 



CDK 



CDK2 



FEFLHQDLKKFMDASALTGI 



36 



Serine/Threonine 



CDK 



CDK4 



FEHVDQDLRTYLDKAPPPG 
L 



37 



Serine/Threonine 



CDK 



CDK6 



FEHVDQDLTTYLDKVPEPG 
V 



38 



Tyrosine 



SRC 



c-Src 



TEYMSKGSLLDFLKGETGK 
YL 



39 



Tyrosine 



SRC 



c-Yes 



TEFMSKGSLLDFLKEGDGK 
YL 



40 



Tyrosine 



SRC 



Fyn 



TEYMNKGSLLDFLKDGEGR 
AL 



41 



Tyrosine 



SRC 



c-Fgr 



TEFMCHGSLLDFLKNPEGQ 
DL 
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42 


Tyrosine 


LYN/HC 
K 




Lyn 


TEYMAKGSLLDFLKSDEGG 
KV 


43 


Tyrosine 


LYN/HC 
K 




Hck 


TEFMAKGSLLDFLKSDEGS 
KQ 


44 


Tyrosine 


LCK | 




Lck 


TEYMENGSLVDFLKTPS GIK 
L 


45 


-Tyrosine 


CSK 


■ 


Csk 


-TEYMAKGSLVDYLRSRGRS 
VL 


46 


Tyrosine 


CSK 




Matk 


MEHVSKGNLVNFLRTRGRA 
LV 


*47 


Tyrosine 


FAK 




Fak 


MELCTLGELRSFLQVRKYSL 


f 48 

j 


Tyrosine 


ABL 




c-Abl 


TEFMTYGNLLDYLRECNRQ 
EV 


49 


Tyrosine 


ENDOTH 
ELIAL 


Tie/Tek 


Tie 


IEYAPYGNLLDFLRKSRVLE 
TDPAFAREHGTASTL 


50 


Tyrosine 


ENDOTH 
ELIAL 


Tie/Tek 


Tek 


IEYAPHGNLLDFLRKSRVLE 
TDPAFAIANSTASTL 


51 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


Fig 


VEYASKGNLREYLQARRPP 
GLEYCYNPSHNPEEQL 


52 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


Bek 


VEYASKGNLREYLRARRPP 
GMEYSYDINRVPEEQM 


53 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


FGFR-3 


VEYAAKGNLREFLRARRPP 
GLDYSFDTCKPPEEQL 
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54 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


FGFR-4 


VECAAKGNLREFLRARRPP 
GPDLSPDGPRSSEGPL 


55 


Tyrosine 


ENDOTH 
ELIAL 


PDGFR 


PDGFR-a 


TEYCFYGDLVNYLHKNRDS 

FLSHHPEKPKKELDIFGLNP 

A 


56 


Tyrosine 


ENDOTH 
ELIAL 


PDGFR 


PDGFR-b 


TEYCRYGDLVDYLHRNKHT 
FLQHHSDKRRPPSAELYSNA 
L 


57 


Tyrosine 


ENDOTH. 
ELIAL. 


Flt/Flk- . 


Eltl 


VEYCKYGNLSNYLKSKRDL 
FFLNKDAALHMEPKKEKME 
PG 




Tyrosine 


ENDOTH 
ELIAL 


Flt/Flk 


Flt4 


VEFCKYGNLSNFLRAKRDA 

FSPCAEKSPEQRGRFRAMV 

EL 


^59 


Tyrosine 


ENDOTH 
ELIAL 


Flt/Flk 


Flkl 


VEFSKFGNLSTYLRGKRNEF 
VPYKSKGARFRQGKDYVGE 
L 


60 


Tyrosine 


HGFR 




c-Met 


LPYMKHGDLRNFIRNETHN 
P 


61 


Tyrosine 


HGFR 




c-Sea 


LPYMRHGDLRHFIRAQERSP 


62 


Tyrosine 


HGFR 




Ron 


LPYMCHGDLLQFIRSPQRNP 


63 


Tyrosine 


EGFR 




EGFR 


TQLMPFGCLLDYVREHKDN 
I 


64 


Tyrosine 


EGFR 




ErbB2 


TQLMPYGCLLDHVRENRGR 
L 


65 


Tyrosine 


EGFR 




ErbB3 


TQYLPLGSLLDHVRQHRGA 

L . 
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66 


Tyrosine 


EGFR 




ErbB4 


TQLMPHGCLLEYVHEHKDN 
I 


67 


Tyrosine 


RET 


- 


Ret 


VEYAKYGSLRGFLRESRKV 

GPGYLGSGGSRNSSSLDHPD 

ERAL 


68 


Tyrosine 


TRK- 
NGFR 




Trk- 
NGFR 


FEYMRHGDLNRFLRSHGPD 
AKLLAGGEDVAPGPL 


6? 


Tyrosine 


TRK- 
NGFR 




TrkB 


EEYMKHGDLNKFLRAHGPD 
AVLMAEGNPPTEL 


70 


Tyrosine 


TRK- 
NGFR 




TrkC 


FEYMKHGDLNKFLRAHGPD 
AMJXVDGQPRQAKGEL 


71 


Tyrosine 


SYK/ZA 
P70 




Syk 


MEMAELGPLNKYLQQNRH 
V 


72 


Tyrosine 


SYK/ZA 
P70 




Zap70 


MEMAGGGPLHKFLVGKRE 
EI 


73 


Tyrosine 


TYK/JA 
K 




Jakl 


MEFLPSGSLKEYLPKNKNKI 


74 


Tyrosine 


TYK/JA 
K 




Jak2 


MEYLPYGSLRDYLQKHKER 
I 


75 


Tyrosine 


TYK/JA 
K 




Jak3 


MEYLPSGCLRDFLQRHRAR 
L 


76 


Tyrosine 


TYK/JA 
K 




Tyk2 


MEYVPLGSLRDYLPRHSI 


77 


Serine/Threonine 


IAK 




Iakl 


LEYAPLGTVYRELQKLSKF 



Figure iq 



78 


Serine/Threonine 


CHK 




Chkl 


LEYCSGGELFDRIEPDIGM 


79 


Serine/Threonine 


IKK 




IKK-1 


MEYCSGGDLRKLLNKPENC 
CGL 


80 


Serine/Tbxeonine 


IKK 




IKK-2 


MEYCQGGDLRKYLNQFEN 
CCGL 


81 .. 


_Serine/Tbxeonine 


DAPK 




DAPK 


LELVAGGELFDFLAEKESL 


82 


Tyrosine 


IRK 




IRK 


MELMAHGDLKSYLRSLRPE 
AENNPGRPPPTL 


83 


Serine/Threonine 


Activin/T 
GFbR 


TGFbR 


TGFbRn 


TAFHAKGNLQEYLTRHVI 


84 


Serine/Tbxeonine 


Activin/T 
GFbR 


ACTR 


ACTRIIA 


TAFHEKGSLSDFLKANW 


85 


Serine/Threonine 


Activin/T 
GFbR 


ACTR 


ACTRIIB 


TAFHDKGSLTDYLKGNII 


86 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK1 


THYHEHGSLYDFLQRQTL 


87 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK2 


THYHEMGSLYDYLQLTTL 


88 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK3 


TDYHENGSLYDFLKCATL 


89 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK4 


SDYHEHGSLFDYLNRYTV 



Figure II 



89 


Serine/Thxeonine 


Activin/T 
GFbR 


ALK 


ALK5 


SDYHEHGSLFDYLNRYTV 


90 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK6 


TDYHENGSLYDYLKSTTL 


91 


Tyrosine 


DDR 




DDR1 


TDYMENGDLNQFLSAHQL 


-92 


Tyrosine 


DDR 


- 


DDR2 


TEYMENGDLNQFLSRHEP j 


93 


Serine/Threonine 


ILK 




ILK 


THWMPYGSLYNVLHEGTNF 
W 


94 


Tyrosine 


MAPK 




JNK 


MELMDANLCQVIQMEL 



Figure 2A 



Protein. Kinase 

c-Raf TQWCEGS S LYKHLH I ETKF 
Araf SNFSDATTI FH I VDSRW 

Braf Y * MWR MM* Y 

V V L 



cAPKa 
cAPKb 
cAPKg 



O 

m 

m 

>=!»=• 

if% 

r=PKCa 

TPKCb 

e T»KCg 

!lPKCd 

JHPKCe 

CPKCet 

■^KCth 



M 
I 
L 
V 



E Y V P 
Q F L N 
D W A T 
N I S 
* MQ 
G 



G G E 
A A D 



M E 
I 
L 
V 



Y V N 
D F L T 
* W I Q 
M S 



MFSHLRRIGRF 

L M F R I Q H V R KW 

IWYQMS QEHVY 

V Y WK V K D L K I 

I T N N K K A L 

L T S S M 

V N C 

EM 

T D 

* R 

T 
* 



GDLMFHI QQVGKF 
AE I I YQLNDLR RW 



M L WNM 
V V V 



R K H 
K S K 
C A 
I 

M 
R 
T 



S 
N 
E 

T 

* 



Aktl/Raca MEYANGGELFFHLSRERVF 



Akt2/Racb 
DmRAC 



I Q F V Q A A D I WW 
L D W I * M Y Y 

V N L V 
* M 
G 



I T H D K I W 
M K * L Y 
V M 



GSK3a 

GSK3b 

Sgg/zw3 

ASK-a 

ASK-g 



LEYVPETVYRVARHYTKAKQ I I 
IDFI DS IHKI IKQFSRTNLTL 
M * WL * 
V M 



L F L V 
MW M L 
M 
G 



N WA 
N 

Q 
G 



L R N RM 
S Q I L V 
I MM 
M V V 
V S 
G K 



CKIIa F EHVNNTDFKQLYQTL 
CKHa' WDY I QQ S EWRN I FN I I 
Y * F L * Y MW S M 

WM V MV 

V 
L 



bARKl 

bARK2 

GRK1 

GRK4 

GRK5 

GRK6 



Figure 2B 

LDLMNGGDLHYHL S QHGVFNPGF 



M 
I 

V 



I IQAAEIRF I YNVDEDGFAW 
ML * MKW MTHLENPQW Y 

W V VFMAQAAY 

W I * I W 
L Y 
M E 
D G 



CaMKI 


M Q L V 


S G 


G E L F D R I 


V E K 


G G Y 


LaMK iia 


r U I 1 


1 A 


AD I WE D L 


I A R 


E Y F 


f^^\ JTLT TTU 


TI 7 XT A /f T 

W N M L 




* MY * KML D 


TV T? WT 
D F W 


V^oiVLlV llg 


x xi V iVI 




V E VM G 




CaMKHd 


i * 




* 




* A 


I* 


L 










O 

o 


V 










WPlk 


L E L C 


R R 


RSLLELHKRR 


K A L F 


IB Plxl 


I D I S 


K K 


G E MM A I L R A 


H S V W 


IP Polo 


M * Y 


S N 


K D I N R Y W 


N 


V V I Y 


l-SNK 


V M 


P H 


A T V A HM I 


K 


R K P 


iyCDC5 


V 


HQ 


* I D VM 


Q 


I TM 


« Sak 


F 


E 


V K F V 


G 


L Q 


13 Prk 


W 


T 


Q G W F 




M T 


I«Fnk 




D 


G * Y 




I 


OPlol 




* 






L 


1 










M 












R 


IIS 










N 



P78 MEYAS GGEVFDYLVAHGRM 

MARK1 LDFGTAAKIWEF I IG AKI 

MARK2 I * W D L Y * WM L L 

Pari V RM VM V 



CDK2 F E F L H Q D 
CDK4 WDHVDNE 
CDK6 Y * W I E * 
YM * 



LKKFMDAVA 


L 


T 


G I 


IRTYLEKSP 


P 


P 


A L 


MTRWI * R A G 


E 


S 


V 


V S S V G I 


I 




M 


L 


M 






M 


V 






T 


D 







Figure 2C 
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Figure 3A 



Peptide N-terminal C-terminal 
MU/Raca 

95 K014D001 Myristyl- GMEYAN GGEL F F HLSRERVF -NH2 
ALK1 

96K048D101 Myristyl- GT HYHE HGSL YDF LQRQTL -NH2 



97 K003D001 Acetyl-- K.KKKKK GGS S L YHHLHI I ETKF -NH2 

98 K003D101 Myristyl- GT QWS E GSSL YHHLHI IETKF -NH2 
c-Abl 

99 K061D101 Myristyl- GT EF MT YGNL L DYLRECNRQEV -NH2 
It c-Met 

h 

p 100 K073D101 Myristyl- GL PYMKHGDL RNF I RNETHNP -NH2 
*jr c-Raf 

M 101 K001D101 Myristyl- GT QWS E GSSLYKHLHVQETKF -NH2 



1^ 102K001D001 Acetyl- S S LYKHL HVQE'T KF 
c-Sea 



• NH2 



U 103 K074D101 Myristyl- GL PYMR HGDL RHF I RAQERSP -NH2 
l*% c-Src 

m 104K051D101 Myristyl- GTEYMS KGSLL DF LKGETGKYL -NH2 

M 105K051D001 Acetyl- GS LL D!L KGEITGKF L -NH2 
CDK2 

106 K049D101 Myristyl- GF EF LHQDLKKF MDASALTGI -NH2 

107K049D001 Acetyl- D!L KKF MDIASAL T GM -NH2 
CDK4 

108K050D001 Acetyl- D!LRT YL D! K A P P P GL -NH2 

109K050D101 Myristyl- GF EHVD QDLRTYL DKAPPPGL -NH2 
CDK6 

110K089D101 Myristyl- GF EH VD QDLT T YL DKVPEPGV -NH2 

cm 

111 K088D102 Myristyl- GEYS SGGELFDRI EPDIGM -NH2 

112K088D101 Myristyl- GEYAS GGELF DRI EPDIGM -NH2 
CK Ha 

113 K022D001 Acetyl- KKKKKG GNNT D F KQLYQTL -NH2 

114K022D101 Myristyl- GF EHVNNTDF KQLYQTL -NH2 



# 
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Csk 

115K058D101 Myristyl- G T E Y MA KGS L VDYLRS RGRSVL -NH2 

116K058D001 Acetyl- GSLVDIL RSRGRSVL -NH2 
Fak 

117K060D101 Myristyl- G M E L S T L GEL R S F LQVRKYSL - NH2 
FGFR-3 

118K071D101 Myristyl- GGNL RE F LRARRP PGLE -NH2 

119K071D001 Acetyl- GNLRE!F LRARRP P GLE! -NH2 

120K071D102 Myristyl- GVEYAA KGNL R E F LRARRPPGLE -NH2 

121K071D901 Stearyl- GSFDTS KPPEEQL -NH2 
EM 

O 122 K068D101 Myristyl- GVEF S KF G N L S NF LRAKRNL F VP -NH2 

£.5 

j| 123 K068D101 Myristyl- GGNL S NF LRAKRNLFVP -NH2 
IP 124K068D001 Acetyl- GNLS NF LRAKRNLFVP -NH2 
|H 125K068D901 Stearyl- GRFRQGKDYVGEL -NH2 
r G 3K 3 b 

P 126 K018D003 Acetyl- KKKKKK GGGVA RHYSRAKQTLP -NH2 
jp 127K018D002 Acetyl- VARHYS RAKQTLP -NH2 
18 128 K018D101 Myristyl- GDYVP E T VYRV ARHYS RAKQTL ■ -NH2 
jlj 129K018D001 Acetyl- RVARHY S RAKQT -NH2 
Hck 

130K056D101 Myristyl- GTEF MAKGSLL DF LKSDEGSKQ -NH2 
Iakl 

131 K087D101 Myristyl- GLEYAP L GTVYRE LQKLSKF -NH2 
TKK-1 

132 K090D101 Myristyl- G MEYS S GGDLRKL LNKPENSSGL -NH2 
IKK-2 

133 K091D101 Myristyl- GMEYS Q GGDL R KYLNQFENS SGL -NH2 
ILK 

134 K107D101 Myristyl- GTHWMP YGS L YNVLHEGTNFVV -NH2 
135K107D901 Stearyl- GYNVL HE GTNF VV -NH2 
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IRK 
136K094D101 

137 K094D001 

138 K094D102 

139 K094D103 

140 K094D104 
Jakl 

141 K084D101 

142 K084D102 
ft Jak2 

p 143 K085D102 
O 144K085D105 

m im 

ip- 145K086D101 

Sfs 146K086D102 

iy 

pt 147K086D103 

Q 148K057D001 
S 149K057D101 

150K055D101 
MARK1 

151 K045D101 
PPQFR-b 

152 K064D001 

153 K064D101 
PKCb 

154K008D101 

155 K008D001 
Ells 

156 K035D001 

157 K035D101 



c: : a 



Myristyl -GMEL MA HGDL KS YLRS LRP 

Acetyl - AQNNP GRPPP T L 

Myristyl- GLKS YL RSLRP E A 

Myristyl -GAENNP GRPPP TL 

Myristyl -GLRP EAENNP GRP PPTL 

Myristyl -GMEF LP S GSL KE YLPKNKNKI 

Myristyl -GLKEYL P KNKNKI 

Myristyl -GLRDYL QKHKE RI 

Stearyl - GLRDYL QKHKE 

Myristyl -GMEYLP S GSL RDF LQRHRAL 

Myristyl- GMEYLP S GSL RDF LQRHRARL 

Myristyl -GLRDFL QRHRARL 

Acetyl - GS LVD!L KTPS GI KL 

Myristyl -GTEYME NGSL VDF LKTPSGI KL 

Myristyl- GTEYMA KGSL L DF LKSDEGGKV 

Myristyl -GMEYAS GGEVF DYLVAHGRM 

Acetyl- G D! L V D! Y L HRNKHTFL 

Myristyl -GTEYS R YGDL V DYLHRNKHTFL 

Myristyl -GMEYVN GGDL MYHI QQVGRF 

Acetyl- KKKKKK GGDL MYHI QQVGRF 

Acetyl - R S L L E! L H K R R K A 
Myristyl -GRSL LE1LHKRRKA 
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158 K035D102 


Myristyl - 


G 


L 


E L 


S R 


R 


R S L 


L 


E L 


H K R R K A L 


-NH2 


Ret 
























159 K080D101 


Myristyl - 


G 


V 


E Y 


A K 


Y 


G S L 


R 


G F 


LRESRKVGP 


-NH2 


160 K080D001 


Acetyl - 


G 


S 


L R 


G F 


L 


R E! S 


R 


K V 


G P 


-NH2 


Ron 
























161 K075D101 


Myristyl - 


G 


L 


P Y 


M C 


H 


G D L 


L 


Q F 


I R S P Q R N P 


-NH2 


SNK 
























162K038D101 


Myristyl - 


G 


L 


E Y 


S S 


R 


R S M A 


H I 


L K A R K V L 


-NH2 


Svk 
























163 K082D101 


Myristyl - 


G 


M E M 


A E 


L 


GPL 


N 


KYLQQNRHV 


-NH2 


TGFbRH. 
























164K093D101 


Myristyl - 


G 


T 


A F 


H A 


K 


G N L 


Q 


E Y 


L T R H V I 


-NH2 


TrkB 
























165 K102D101 


Myristyl - 


G 


F 


E Y 


M K 


H 


G D L 


N 


K F 


LRAHGP DAVLMA 


-NH2 


166 K102D106 


Myristyl - 


G 


L 


R A 


H G 


P 


D A V 


L 


M A 




-NH2 


167 K102D107 


Myristyl - 


G 


L 


R A 


H G 


P 


D A V 


L 






-NH2 


168 K102D108 


Myristyl - 


G 


L 


N F 


K L 


R 


A H G 


P 


D A 




-NH2 


169 K102D109 


Myristyl - 


G 


F 


K L 


R A 


H 


G P D 


A 


V L 




-NH2 


Zap70 
























170 K083D101 


Myristyl - 


G 


MEM 


A G 


G 


GPL 


H 


K F 


L V G K R E E I 


-NH2 
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Figure 4 




Figure 5 



MODULATION OF TH1/TH2 DIFFERENTIATION 
BY A JAK-DERIVED PEPTIDE 




Inhibitor concentration 



Figure 6 



